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Abstract: First of all, I will describe the work that we have done in the last years to create a robust
infrastructure to enable data sharing of mass spectrometry (MS) proteomics data in the public domain,
including the development of the world-leading PRIDE database and related tools, open data standards and
the establishment of the worldwide ProteomeXchange Consortium of proteomics resources, aiming to
standardise data submission and dissemination practises in the field. Thanks, among other efforts, to the
success of PRIDE and ProteomeXchange, the proteomics community is now widely embracing open data
policies, an opposite scenario to the situation just a few years ago.

Then, I will explain how this plethora of data is being increasingly reused by the research community, e.g.
in proteogenomics approaches, to build spectral libraries, for tool benchmarking or in innovative metaanalysis studies, among other applications. In this context of data reuse, we aim that PRIDE increasingly
becomes a ‘Hub’ for proteomics data for all life scientists, by disseminating quality-filtered proteomics data
into highly popular EMBL-EBI resources such as UniProt, Ensembl and the Expression Atlas.
We also aim to facilitate data reuse by third parties by building open, reproducible and scalable proteomics
data analysis and quality control pipelines. As a proof of concept, we are using the OpenMS framework to
build the first version of these pipelines, which are being deployed in the EMBL-EBI “Embassy Cloud”, with
the idea that in the future they can be made available in other cloud infrastructures, and that can be freely
reused by any interested researcher in the community. These pipelines are connected to PRIDE, bringing
the analysis tools closer to the data.
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